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96.01~12

20,574

89

0.433

0.044

1.Staphylococcus epidermidis*3
2.Escherichia coli
3.Staphylococcus
4.Staphylococcus simulans
5.G(+)bacilli
6.G(+)coocci(a-hemolytic-
Streptococcus)

Z Nn arowith

97.01~12

23,453

57

0.243

0.017

1.Group D Enterococcus*2
2.Streptococcus pneumoniae
3.Gram -positive cocci

98.01~12

27,981

76

0.272

0.025

1.Citrobacter koseri
2.Staphylococcus epidermidis*2
3.Streptococcus bovis*2
4.Escherichia coli
5.Staphylococcus aureus

99.01~12

31,889

10

0.031

0.028

1.Streptococcus bovis*3
2.Staphylococcus aureus*5
3.Streptococcus agalactiae
(Streptococcus group B)

100.01~12

32,016

0.019

0.022

1.Enterobacter aerogenes
2.Streptococcus bovis*2
3.Coagulase(-)Staphylococcus
4.Citrobacter koseri
5.Salmonella Groupl

6.Group D Enterococcus

101.01~12

24,117

0.008

0.025

1.Klebsiella pneumoniae ssp
2.Streptococcus bovis*2
3.Citrobacter koseri
4.Staphylococcus aureus
5.Corynebacterium genitalium

102.01~12

21,356

0.023

0.014

1.Lactococcus garvieae
2.Streptococcus bovis
3.Streptococcus species G(+)

103.01~12

20,647

0.015

0.005

1.Listeria monocytogenes

104.01~12,

20,851

0.019

0.005

1.Staphylococcus aureus

105.01~12

21,048

0.033

0.005

1.Staphylococcus

106.01~12

21,325

0.019

0.009

1.Listeria monocytogenes
2.Streptococcus gallolyticus

107.01~12,

22,565

0.018

0.009

1.Escherichia coli

108.01~12

22,607
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0.004
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0.009

1.Enterobacter agglo
2.Escherichia coli

21
i

310,429

268

0.086

54

0.017
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